. Western blot analysis indicating protein levels of the PIWI members Piwi and Aub upon knockdown of the indicated genes. Lamin levels are shown for normalization purposes. While Aub levels were essentially undetectable in the aub-GLKD ovary lysate, low levels of Piwi were still observed in piwi-GLKD ovary lysate. This most likely reflects Piwi from somatic follicle cells that are unaffected by the GLKD.
. Western blot analysis indicating protein levels of the PIWI members Piwi and Aub upon knockdown of the indicated genes. Lamin levels are shown for normalization purposes. While Aub levels were essentially undetectable in the aub-GLKD ovary lysate, low levels of Piwi were still observed in piwi-GLKD ovary lysate. This most likely reflects Piwi from somatic follicle cells that are unaffected by the GLKD. (A) Shown are normalized piRNA profiles (23-30nt) mapping to the annotated "germline dominant" element rover in control GLKD (black) and shu-GLKD (red) libraries. Below, the piRNA profile from an OSC Piwi-IP library is shown, indicating that rover is a prototypical intermediate element.
(B) Shown are small RNA profiles (18-30nt) mapping to the DNA element FB4 in control GLKD (black) and shu-GLKD (red) libraries. To the right, the length profiles of the corresponding small RNA populations are shown, indicating a complete shift to siRNAs in the shu-GLKD library. The cartoon below indicates the sequence stretches that are capable of folding into an extended dsRNA hairpin. For shu-GLKD we used the NGT > Dicer2 system and expressed the shu VDRC line (expression of an shRNA line resulted in distorted ovarian morphology); it is possible that the over-expression of Dicer2 contributes to the strong increase in siRNAs. 
